Figure 1A (DNA14 6649) 
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Figure IB (DNA14 9986) 
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3GGTACTC 



AGCACTAAGA^CcS^S^ 

ACTGTTTGACATTCACGTAACCTCCTAACGCTGTCTGGGGAflrAT 
TTCCTGCACTCTCAGCAATGGGATG^ 

TGCAGACCAGACCCCCTCACATAGTGAGTGCT^PT^^r GGGCTGGAAAGCT GACCACAGTTGC 

aagtatttgctaagaSSc^ 

ATCCCATGAGGCTCA^SIc^ 
CCTAATTTATATTTTaSS^ 

GGAAACGATGAGTCCAGTTGGGTTArTrrA^n^o GATTAGGAATAAAACG AAGGGGCCCAGGGAT 

ctgagtcccagatS^Sa^ 
gatttctgggcctgtaa?SSa^^ 

ggcagttcctaggataaactJg^ttatc CCTGCTGATG tt ttgcaagtgactgtgttacttgaa 



Figure 1C (DNA149995) 

DNA149995 

AAAAAATACAGCAGGTGAAGGAGGTTGGAGAGTAGGGGGTGGAGGGCCCACGCAGCACTTGTCCTTCA 
CCCTGGAGGGGATCTGTTACATGCCCCAGATTGCTGGTCCCCTAGAAATGTTACTGAGGCAGCCTCTG 
CATTTTTGCAGGGATTGTTTTCTACTGTTTGACATTCACGTAACCTCCTAACGCTGTCTGGGGAAGAT 
GCTACCCCCTGCTCTCCCCGTCTTTCCTGCACTCTCAGCAATGGGATGGGCTGACTGATGCCCTGTGG 
GCTGGAAAGCTGACCACAGTTGCTGCAGACCAGACCCCCTCACATAGTGAGTGCTGGGCTGAGGAATC 
CAGGAGAGCCCGAGGGGGGACACTGAAGGTGTATCGTTGGCCCTGCCAGCTGCAAGTGAACTGCTTCT 
GATGAATTTTAATAGGGAGAAAGAAGTATTTGCTAAGAATGGCAATCCTGACGCTCAGCCTTCAACTC 
ATCTTGTTATTAATACCATCAATATCCCATGAGGCTCATAAAACGAGTCTTTCTTCTTGGAAACATGA 
CCAAGATTGGGCAAACGTCTCCAACATGACTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATT 
ACCGGAATGCCGACATTTGCTCTCGACATCGCGTAACCTCAGCAGGCCTAACTCTGCAGGACCTTCAG 
CTATGGTGTAATTTGAGGTCAGTGGCCAGAGGACAGATCCCGTCTACATTATGAGTGAAGCGGAGAGC 
TACTGCAGGGTTCTGAGCAGAGTCCTAATTTATATTTTAGAAGAATCATCATGGCTCCTAGATTAGGA 
ATAAAACGAAGGGGCCCAGGGATGGAAACGATGAGTCCAGTTGGGTTACTGCAAAGATCCAGGCCAGA 
AATCCAGGCACAGTGGCACACACCTGAGTCCCAGATAATTCCACCTACTGGTCCTGCTCTGTGGCCTA 
CTGGTCCGAGTCCAGCCCCGACTGATTTCTGGGCCTGTAATGTCTAAAAACGCTCCCTGCTGATGTTT 
TGCAAGTGACTGTGTTACTTGAAGGCAGTTCCTAGGATAAACTAGTCGCTTTATCATTACAGAATCAT 
TCACTGAGCATCAACTATGTAACCAGCATTGGGTTGGGTGCCAGAGATCCAAAGCTAAGACACCAAAA 
CCTGCTCTCCAGGAAACGAGAGGCTGAGAA 



Figure 2A (PR0196 52) 

MAILTLSLQLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKliRVKGIYYRNAD 
ICSRHRVTSAGI/TLQDLQLWCNLRI IH 

Domain Information 

Signal peptide: 
1-19 

N-glycosylation site. 
38-42 
41-45 
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Figure 2B (PR019816) 

MAI LMLS LQL I LLL I PS I SHE AHKTS LS S WKHDQDWA2TVSNMTFSNGKLRVKG 
ICSRHRVTSAGLTLQDLQLWCNLRSVARGQI PST 

Domain Information 

Signal peptide: 
1-19 

N-glycosylation site. 
38-42 
41-45 

N-myristoylation site. 
89-95 



Figure 2C (PRO19650) 

MAILTLSI^LILLLIPSISHEAHKTSLSSWKHDQDWAIWSNMTFSNGKLRVKGIYYRNAD 
I CSRHR VTSAGLTLQDLQLWCNLRS VARGQ I PSTL 

Domain Information 

Signal peptide: 
1-19 

N-glycosylation sites 
38-42 
41-45 

N-myristoylation sites 
89-95 
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FIG. 3 



Figure 4 



DNA14 664 9 1 MAILTLSLQLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKLR 

DNA14 9 986 1 MAILMLSLQLILLLIPSISHEAHKTSLSSWK! 

DNA14 9995 1 MAILTLSLQLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKLR 



DNA1466 4 9 51 VKG I YYRNAD ICS RHR VT S AG LTLiQDLiQLi WCNLR 1 1 H 

DNA149986 51 VXG I YYRNADI CSRHRVTS AGLTLQDLQLWCNLRS VARGQI PSTL 
DNA14 99 9 5 51 VKG I YYRNAD ICS RHR VT S AG LTLQDLQL WCNLR SVARGQ I P S TL 
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FIG. 5 



